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insight ; insight ;
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2017 2018 2019 2020 2021 2022 2023 2024 2025 2026 2017 2018 2019 2020 2021 2022 2023 2024 2025 2026

insight 2026 8 23 insight 2026 8 23
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28 MRINA
Molecular
2026 mRNA Moderna
Intismeran autogene 2027 BLA
2026 BioNTech Autogene
cevumeran 2027 mRNA BNT113 HPV16
2026 BNT1116 / 2026 WCLC
2026H2 2027 mRNA
29 26H2 MRIVA
3 TR BB
WehEn REER I BLA 27E
Moderna/MSD Intismeran autogene BN e T R Il e 26H2
B & 9T MR R | T 26H2
Autogene cevumeran HEhh A A I e 27E
BioNTech BNT113 1L:5 77 HPV16/PD-L1 CPS= 1% 04 3k #i 8% J& 1l i 26H2
BNT116 JE )~ fm f0 N (WAL A 26WCLC

Moderna BioNTech insight
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Moderna  BioNTech mRNA
mRNA
Al mRNA
Moderna Intismeran mRNA
Moderna mRNA 2020
mRNA-1273 mRNA 184.35
mRNA

Intismeran autogene
INTerpath 001

mRNA
mRNA SM 102
LNP
30 Moderna

mRNA 4157/V940 2026

LNP
GMP

mRNA

22 2016
MRNA
mRNA 4359
N1
Al Maestro
mRNA
MRNA PD 1

- Infectious disease vaccines
- Geographic expansion

- Oncology therapeutics

- Rare disease therapeutics

up to

_— 10% growth

mNEXSPIKE

UK, Can, Aus
strategic partnerships

2026

Intismeran

LATAM & APAC
strategic agreements
EU market
growth

2027

mRNA-4359

Norovirus

Flu + COVID

2028

Moderna

Intismeran

99.1% 0.9%

KEYNOTE-942

34
Intismeran

19
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31 34 32 99.1%

of patients in the combination arm had 34 of neoantigens were unique
91 % targetable neoantigens included in 99'1 %

their intismeran

4,000 - 3401
(99.1%)
3,500
g
~ 3,000
B 34 antigens § g
32 antigens .‘é'x g 2,500
t a
W 27 antigens g : 2,000 -
M 22 antigens o
= : 2 E 1500 -
| 20 antigens k] 2
M 15 antigens §§, 1,000
. O
10 antigens 500 - 32
B 9 antigens (0.9%)
0
Unique neoantigens Overlapping neoantigens
Moderna Moderna
mRNA
Al mRNA GMP
33 moderna
NGS Neoantigen Annotate Intismeran
sequencing selection > neoantigen reading frame
algorithm features
(2] oty matons () Neoantigen therapy design
P | )\ T e Patient tumor
= \\
Annotate
; A Automated
(4] Pa;:lrx-r;onnal mut.ztlons,d concatenamer Up to 34 total
b i o pﬁ& ; an design neoantigens in
Kt i the individualized
° / Patient tumor 1 neoantigen
e RNA-Seq therapy
\\ & © samiau manufactured
7 s Patient Design
| ‘ Patient HLA — dita mRNA )
typing sequence
Moderna
+

Intismeran autogene mRNA 4157

1089 K
mRNA 4203 mRNA 4359 mRNA 4106 mRNA 4200 mRNA 2808
/
K 0 CART
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Moderna 2025 mRNA

34 Moderna MRNA
L EY 1. 88 7 & - FeAM | EEA | AmAHR
A [ SR iy KAKH K# il 2023-07-19  2029-10-26 1089
Hish CHHHoh .
s LB 5 AK#H s -10- _05-
A A s gm LA 3 £ .i%pCR) FAKH K# 1] 2024-10-21 2033-05-16 680
A AE > m A Hish BLKE K# it 2023-12-06  2030-06-25 868
A AE - fw oL A 5k RAKHAT placebo 1l 2026-05-04 2034-08-22 876
Intismeran autogene Ak it & R AR L) A KE K# I 2019-07-18 2032-11-30 -
% R AF ) fm LA 7R 1L BEAKH K+ 77 I 2025-12-12 2029-07-02 180
& W fw A Sish KEKEH K # +placebo 1] 2024-04-10 2028-01-08 272
% 3B MU 335 b B B - HAHKE EARFEAE I 2025-03-11 2031-09-03 308
S AL S B R 39 b4 SR KEKEH K # +placebo I/ 2024-03-28 2027-04-23 230
% EY ) - 7% 4K#/SOC - I 2017-08-14 2027-11-21 -
. Kk 2 A .
mRNA-4203 sl A S A A A 2/3L+ Ix4CAR-T - | 2025-07-25 2029-08-01 15
mRNA-4359 il A & S 2/3L+ HAKH - Al 2022-09-01 2032-02-18 361
mRNA-4106 . g Lk 4 .
mRNA-4200 ELRE] S L] 2/3L+ K40 - | 2025-03-25 2027-08-03 57
mRNA-2808 il A & XNt 2/3L+ Mono - Al 2025-09-30 2030-06-17 166
insight 2026 8 23
2026 8 19 INTerpath-001 Intismeran autogene
KEYTRUDA 1B-1v RFS
DMFS Intismeran autogene
RFS DMFS KEYTRUDA
moderna
Intismeran autogene 5 157
B 2:1 107
Intismeran autogene 50
5 RFS 68.8% 49.1%
mRFS NE RFS  44.65
6.5%
14.0%
35 Intismeran K
Eligible participants (pts; aged 218 y) with resected stage IlIB-1V cutaneous melanoma were randomized 2:1
Intismeran autogene, MHIEFIFREEH RISk
7543, intismeran 1 mg IM Q3W for 9 doses, pembro 200 mg IV Q3W for 57973 pembro 200 mg IV Q3W for 18 doses
18 doses
BRIERE
mRFS Nelal 44.65months (2]
RFS (Syear) 68.8% (95%Cl: 56.3,78.3) 49.1% (95%C: 33.3,63.0)
mDMFS _[b] _[bl
mos el el
ELIEEIF
death 6.5% 14.0%
insight

e
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Moderna 2016 2022 10 Intismeran
Autogene 2.5 +
50/50
Intismeran e
BioNTech mRNA 26
BioNTech  mRNA iNeST MRNA
FixVac mRNA mRNA
Autogene cevumeran BNT122
FixVac BNT113 BNT116
BNT113 / MRNA
mRNA  LNP
mRNA ADC
mRNA
LNP
mRNA mRNA
36 27 37 MRNA 26
Autogene cevumeran’ BNT113 BNT116
Adjuvant 1L Multiple settings
CRC PDAC HPV16+ PD-L1 CPS 21 HNSCC NSCLC
Phase 2 Phase 2 Phase 2/3 Phase 1 & 2
Monotherapy + Atezolizumab + mFOLFIRINOX + Pembrolizumab Mono & combo with 10 & ADCs

* Recruitment completed

+ Data presented from epi
sub-study at ASCO 2024
and from biomarker sub-study
at ESMO-GI 2024

* Interim Analysis by DSMB
concluded; Study continues
without modification

Phase 2 final analysis
expected in 2027

* Recruitment ongoing

» Data from Phase 1 trial
published: Rojas et al.,
Nature 2023; Sethna
et al., Nature 2025, 6-year
data update presented at
AACR 2026

Primary completion date
expected in 2031

= Recruitment ongoing

» Trial updated to Phase 2/3

Phase 3 interim analysis
expected in 2026

» Recruitment completed in
Phase 2 in 1L NSCLC?

= Data presented at SITC 2023,
AACR 2024, SITC 2024 and
AACR 2026

« Data in frail patients presented
at AACR 2025

« Data in patients after CRT
presented at WCLC 2025

» Data expected at WCLC 2026

Individualized Immunotherapy — iNeST Off-the-shelf Inmunotherapy - FixVac

BioNTech BioNTech
BioNTech BNT113 AHEAD MERIT 15 /
HPV16 PD L1 BNT113
moS 22.6
12 14 0S K mOS 11.5mo KEYNOTE-
048 =3 26H2
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HPV16/PD-L1 CPS=1% HNSCC mOS 22.6mo

A& (N=15)

first line treatment in pts with unresectable recurrent or metastatic HPV16+ PD-L1+ HNSCC

38 BNT113 K

IREFIERERS, BNT113
87975 5,: BNT113 (8xq1w, then g3w) + pembrolizumab (200 mg

q3w)
BRYIEHER
mos 22 6months (35%CI, 11.8-NE)
ORR (unconfirmed) 0%
mPFS 3.9months (95%Cl, 2.1-12.9)
DCR 539
RLMHEIR
TEAE 100%
AE (zgrade 3) anemia, pyrexia, decreased appetite
insight
MNC BioNTech Roche 2016 09 iNeST
MRNA Autogene cevumeran BioNTech 26
MRNA CureVac mRNA
Autogene cevumeran 27 CRC BNT113
26H2 HPV16/PD-L1 CPS=1% HNSCC BNT116 26WCLC
NSCLC / POC
mRNA
mMRNA CDMO Al
mRNA LNP
LNP
mRNA

MRNA
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39 MRNVA

8. ATETFIERSLNPEZ

[EHL

Aldevron

PRAAERRL/ZREDNARIR, IVTHEXES. mRNARRRZLNPHEE
. TEEEERSE. AlchemyZCHEEDNAR AT AT mRNAKE
iRHE, (ELTEZMDNAEIZEImRNAFIFIMFIERS.

[

Promega

IRIERT mRNAFINERAIT7 RNARSHES. RNaselDH
. OB TNSHERERRSY, REIZEESH
L1Z04;: w0

IEFER

BT REIET7 RNARAE). S$EmBinieEss. Cap 2'-
O-FREHETERS. Poly(ARAEMRIZERTTS, EHERLNE
6. IVT. IntE. RSHRERS, EmRNARISRIKEEER
FEHIRIRTS,

nEFER
Avanti
EIEFEERE. PHEFIERE. PEGHSESFRNA-LNPIEEL,

FEEY

HEY (Cytovance Biologics) FiEEHH FCOMO,
ETRHMRNAGREGIRS, FEEMRNARE XA HE
EFTEEN.

LNP

KNAUER

{2{tNanoScaler. NanoProducerZEFiELSHRES (1
IM) BILNPHIFIZRS, BTRTFmMRNA-LNPYSFFE. S8
EEHA. HEMRINPHARERTEFARES.

R

R ENCMPRPEGHERE. PTEF/HEFIERELNP
e, REEEESERSN. LNP-mRNASHISIEHIRE
5. EORAREEE SR ERE.

& HR

FIERRFSI/UTRIG. BEGH. FAAEREECDNAE
R, FEEFZIVT mRNA, dsRNAZER, LNPIBEFERE. R
HSRSNEREERERS Qi —8tE—mRNA—H7F)
SR,

illisod

mMRNAE IR &RAISRET? RNAR SRS S I
. HhEERBED1/D125A50, AIATIVIFHIIC
apOInig, EACATAEIT 2 LMK R,

HEEY

HRIATT RNARSES. HEREIERSmRNAGLEE, 552
BT el DMFESE, WSEATEIVTRINES Lies)
#I, EmRNAREIEFE{MNEES5E,

Sigma

SigmajaMerckil FEERRIERME, REHA. WHS5TE
IFE HEGCARBEREAMEAT, MABRIZmRNAZIFFR
AN

Precision

Precision NanoSystemsF&NanoAssemblrZRFILN P71
245, MEHACytiva, EHOMBERLATHRRTREH
ARSTHFERNA-LNPIAFRE. TEFFRBREARMEALLER=,

7. MRNATZ5%&E

S

FRSRARREESAE. {EDNase/{ERNaseZREIT7
RNARSTSR %8S, ERTREGEHEr 0. A58
P EH TR/ ZEEEXMERYT, TINERBEMRNAL™
.

HiteE

TRMRNARTT, SRRIEM, FERASEBERARLLE™
. FFFEMRNAGEIE. EFRERMNELNPEBIXSmMRN
AERED.

gy

AFFAFEATI RS TSRS SRS aE
71, BEMRNAGLH, SRUEIFSLNPHIAL iZ-RRAERLNP
MBS BRREERRERMRNABY SEETR.

iR

NanoGel dT20E4T/M AT mRNAFIR SFEANZTEE
; RETRERERAM, RIESSNE, FEek
BRIz OB,

FER

HRAEMRNA/LNPELR ERMR (L EF RSN T E RS
. BRI FF. INPHIE, BERIBXEHAE
i,

BRE

REERICEYIRI. S, ERRERRE, AIRS
MRNAREMEHAER, HREHF L SEREH TR
#eh.

mRNA

CDMO

MRNA cMc

e,

mRNA LNP CDMO
mRNA LNP GMP

GMP CDMO
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40 MRNVA como

CDMOZ2H]

Lonza

HRIDNARIE, IVT, I8, LNPEE, S, TEEER
GMPEFRI—{A{EmRNA CDMOfESS, HESERNA/LNPTE
SR SHAREN.

Cytiva

HRHRNA-LNPAEEER. VT, S5k, LNPESEERa0R
&, FMRIZRRGR, FHEHEICSHRIET ST
.

IBESER R

IEFWMEEMAL. mRNA, INPRITZSHHFR. GMPHIE
. HENEREE,

Catalent

FHRMRNA-LNPHIFISESFA. TERE. BESHTR
HiprmbiE, BEMRRFRERLE,

R

RN FFIZIGMPREFIHAIN GRS EWERS, WEmMR
NAfOsaRNA, LNPHIFl, CMCHERSHTSER.

E St
REZBMISIECIRFATRRS, SN, HINR
SNSRI,

Recipharm

IRHFRSEL. VT, INIE/I0R. EECEILNPHEER. T
BEEORNARIEIRS, HRREFHIZSHERTES.

BjE=-3

TERERIDNARMRNA/IVTTZH k. SHiFFRMGMPLER
FE, ARHEmRNARRSHFITZRS.

Eitboe 27
RGURRIDNAR ZBAESHICOMORS, BRETERE. &7
THFSERHR

Al

41 MRNA Al

MRNA

RNA LNP
Al

Al3RzS

R

EFNanoForgesEEHEAI/RNAFFSiRITSAI-LNPiEE
AR, SO SBEERIR .

ERyEeE

LA ARBI RS | SISt iR, ISEME
EMELSH AR SIRET ik,

TREH
ElALGTT, FTmRNA, EELNPRBEMEHFITE, 13
BMS TR TZRMENARTES.

mRNA

mRNA LNP

mRNA
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42 MRNVA

EE S YAGT]

BHEE

ERVEREMRNARERAFE, WEFIIRT. FRIAHK. mRNAGRSH. LNPH
. EREFNST. RERRRHBIMEMRNARELIRNE. #wRES. RESTH,
HEMRNAGE. HPBFPmRNAZESYS6026 2 I HBIRAR.

RiEEY

25811 BATIEMEAMEEmRNABEAK S54RI REASERBF (PD-1/CTLA-434A
) BHKXAS (PD-1/VEGFIW) , ATFERISEAGHEENGTH I BiRKAREREHE
EEH.

&R

B8 mRNA SARFER LNP BIXHR, FEEBTHEGERETRITR, ik
ERARATFENGETRRY, BESXRR. TSR~ R% . RSBBES
{EA93D124 (SE(NE) ALTFIRFRAIEASR. S—MmRNARESTIRRESMBMbLATFIGRE
.

REREES

37 Al+mRNA FRIEE 3D-preciseAG £4&, FASEMR LNP BXRFHAR mRNA
e SR, 30125 (MRFRAD, \VEIREDE) . 3D124 (IEERAYT, BPMR) ISTEMEHTT
R,

{EHREES

FATRRE S MAMEFHURMRNAREHRXG-K-1939, HANSCLGERFESIHAII
IGFR, BIMUIEEEE. HE. BE. BRIESERELEE I HIERRR,

HREES L

THREEESMHIMRNARERR, FHRARBERGSTRITR. RERASEMRNARRS
BSOS RY, WEEREERES FRIT. INPREIHEHRETAR.
Hit@EEzOERYKYY03 1 F255 Mt 1 HAIGAR, HRMRIRE. SERFESLAE.

T

A FTURIUN. mRNA IS LNP BIXREFE: HIFRREVMI6 (18, L
) ANMAEERURGE, EVM14 (I/I8, SoiRf) IS TAA mRNA b
H, BINEESHMEMRNARELTFIRRATHR. RSRE Wik — 8K — R
—sEEETS.

gLy

EiE mRNA ¥R, #88 mRNA &1t SRSEBIGRA, TEFHIERRMNSMER
AEfEA. FAESEREE. BRI, BRSIE. IVT. LNP §If. GMP £F<R

I / SRR EES. EIMEmRNAREELABOR2013 (IH, NSCLC) . ABO2102 (I
i, BRESSE/NSCLC) ZEitbftsh, BINFEZMLAMmRNABETEIGARRAT.

insight

MRNA 10/ADC

LNP mRNA
GMP

MRNA

mRNA LNP
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3 6 15%

3 6 5% 15%
3 6 -5% 5%
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0755-86695353

researchsz@gjzq.com.cn

518000

18

1806

2028

28



	OLE_LINK6
	OLE_LINK2
	OLE_LINK1

